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Study of nheA and cytK Genes Frequency in Bacillus Cereus Isolated from Fresh
Rainbow Trout Supplied in Fish Distribution Centers in Tehran: A Laboratory
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Background and Objectives: Seafood has a very high nutritional value and can have effect on social health. Bacillus cereus is one of
the most important pathogens of seafood poisoning. This study was aimed to study nheA and cytK genes frequency in Bacillus cereus
isolated from fresh rainbow trout.

Materials and Methods: In this in vitro study, thirty samples of fresh rainbow trout, supplied in fish distribution centers in Tehran, were
randomly collected in 2024, and transferred to the laboratory. The samples were cultured in BHI (Brain heart infusion) agar medium.
Then colonies were cultured in MYP (Mannitol egg Yolk Polymyxin) agar-specific medium, and Gram staining, catalase testing, and
PCR targeting the 16S rRNA gene were performed to isolate and identify Bacillus cereus. Sequencing of the 16S rRNA gene, BLAST
(Basic Local Alignment Search Tool) analysis using the National Center for Biotechnology Information (NCBI) database, and
phylogenetic analysis using MEGA 6.0 were performed, and virulence genes (nheA and cytK) were identified by PCR in the isolated
Bacillus cereus bacteria. Data was analyzed by t-test.

Results: From 30 studied samples, 2 samples (6.66%) of Bacillus cereus were isolated and identified, and 100% of them carried nheA
and cytK pathogen genes.

Conclusion: The present study indicated that preventing contamination of seafood with Bacillus cereus is essential, as all isolated strains
carried virulence genes. Further research on this topic is recommended.
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